Correction {#Sec1}
==========

Following the publication of this article \[[@CR1]\], the authors found that some of the primers listed in Table 1 are not correct. This mistake occurred during assembly of the primer table and the authors apologize for this error. This correction does not change the data included in the paper, their interpretation nor the conclusions drawn.

The corrected version of "Table S1: Sequences of primers used in the experiments" is included in this Correction article (Additional file [1](#MOESM1){ref-type="media"}).

Additional file
===============

 {#Sec30}

Additional file 1:Sequence of primers used in the experiments. **Figure S1.** Checking the knockdown efficiency in T. castaneum larvae and cDNA library preparation for RNA seq. **Figure S2.** Normalization of RNA-seq data. **Figure S3.** Histogram presentation of GO ontology classification with 1306 genes that were downregulated in T. castaneum larvae after CBP knockdown. **Figure S4.** Epi-factor domains within the downregulated genes (1306) after CBP knockdown in T. castaneum larvae. **Figure S5.** KEGG pathway analysis. Figure S6. Correlation of gene expression levels of 20 selected genes by comparing both qPCR and RNA-seq data. **Supporting Information S1.** KEGG pathway analysis output. (PDF 892 kb)
